Additional File 3. Protein sequence comparisons of NTNH from all 7 BoNT serotypes.

Percent Identity
1 2 3 4 5 6 7

1- 72.3 783 66.9 66.9 624 654 CAA61228 /G strain 89

345 [ 831 656 656 685 774 ABD65471 /A Hall strain

257 193 [ 683 685 622 653 BAE48263 /B Okra strain?
435 458 41.1 - 99.7 58.7 59.7 BAE47783/C Stockholm strain
435 458 41.1 0.3 -58.2 59.7 BAA75083 /D strain 1873
517 408 521 604 60.4 758 2
46.2 26.9 46,5 57.2 57.2 29.2- CAA67511 /F Langeland strain

Percent Difference
N OO oA WN

lindicates the sequences that are the most similar
2Sequences that are the least similar to /G




